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Introduction

LEM (The extract from the Cultured Solid Medium of Lentinula Edodes Mycelia) &l -+
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Materials and Methods

LEM
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Materials and Methods

LEMBRE ==&k BCaco-2#pa D £ 773 Al E

@ Caco-2#HRa%24well plate(2 X 10°cells/well/500 u DI=43EL. 18higEE,
@ LEM(0.1.0.2.05.1.2.5.10. 20 mg/ml)Z24higEE,

@ EELFFRKFEL. 1% FBSZFEMUI=MEMT106ZI=FFRL=Premix WST-
1(TaKaRa Bio)%500 u |/welliFhnL . 265RIIEE,

@ 0D450nm&0D630nm#E< /a7 L—k)—4—(TECAN)Z AL THITE,

B OD450nm—-0D630nm(Sample)
Y XX (0 = >< 100
—T?_'_( /) OD450nm—-0D630nm(Control)
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Materials and Methods

Caco-2#ifa DB I=FHRIRZE BhfZHT

@) Caco-2#Hpa%24well plate(2 X 10°cells/wel)I=Z43EL. 18higEE,
@ LEM(2mg/ml)Z24higSE,

@ ISOGEN(NIPPON GENE)Z AL T, Total RNAZHAH,
@ Low-Input Quick Amplabeling Kit(Agilent)ZAUL T, cRNAERESARYV Y,

® Sure print G3 Human GE Microarray Kit(Agilent. :&{=F%k 51680/8)%Z AL>
T. 470701,

® Feature Extraction Yo k97 (Agilent) BLNT. F—2 DO #EIL (S5 FIL
{E),

@ RZRUT. quantile;ZTIER1E,

B FRBEEIOHIFEIL. Zscore&RatioZx AL =,
#&hn(Zscore >= 2.0 > Ratio >= 1.5)
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Results
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REREE RO

Gene ontology database%

ILVTH51680ME DIEEFDF

~y

2h )15

A—LIZ InmuneZzE LB L FEHE




Results SRERIEEETFORIREEGEETFE:1482(E)

Gene name /score Ratio
Defensin beta 1 -2.04 0.33
Fibrinogen beta chain -4.19 0.05
Homo sapiens galectin 3 -2.00 0.47
Ribosomal protein L39 -2.34 0.42
CD86 molecule -6.28 0.04
Collagen type | alpha 1 chain -2.00 0.24
Apolipoprotein A1 -2.16 0.35
CD24 molecule -2.20 0.30
Ectonucleotide pyrophosphatase/phosphodiesterase 1 -3.80 0.06
Hemopexin -2.93 0.15
Orosomucoid 1 -3.14 0.18
Orosomucoid 2 -2.74 0.26
CD24 molecule -2.20 0.30
Ribosomal protein S6 -2.12 0.56
Adenylate cyclase 7 -2.51 0.20
LGALS3 -2.00 0.47
Collagen type IV alpha 3 binding protein -2.51 0.25
Optineurin -2.66 0.18
TRAF3 interacting protein 2 -2.14 0.26
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Results

Gene name Zscore Ratio
A-kinase anchoring protein 8 2.25 5.1
AXL receptor tyrosine kinase 247 9.98
Annexin A1 3.92 11.8
Aadenosine deaminase, RNA specific 4.43 14.6
Capping protein of muscle Z-line subunit alpha 1 2.30 4.25
E74 like ETS transcription factor 4 3.85 10.3
NLR family apoptosis inhibitory protein 2.19 3.98
RNA polymerase Ill subunit G 3.73 14.7
High mobility group box 3 3.90 10.6
Histone cluster 1 H2B family member f 3.74 14.8
Transporter 1, ATP binding cassette subfamily B member 3.14 1.20
Poliovirus receptor 3.40 1.88
Chitinase 1 3.11 9.43
poliovirus receptor 3.40 1.88
Interleukin 18 2.43 437
Ribosomal protein S19 2.20 1.84
Interleukin 2 receptor subunit gamma 2.60 4.85
PPRELI domain containing 1 2.43 3.18
Trascription factor 12 2.69 9.45
UL16 binding protein 1 2.07 4.50
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Materials and Methods

IL-18: B FHRIRED L

@ Caco-2#MBa%24well plate(2 X 10°cells/well)I=43EL. 18hiEE,
@ LEM(0.5. 1.2 mg/ml)%24h. 48h. 72hiR 2=,

@ ISOGEN(NIPPON GENE)Z UL T. Total RNA#IH,
@ ReverTra Ace gPCR RT Master Mix(TOYOBO)ZFL\T. FixE,
® THUNDERBIRD SYBR gPCR Mix(TOYOBO)ZFHL\T. U7JIL3A LPCR,

® BEEFREEOEHFGEE. AACHEZALTITL. avka—ILE,
GAPDHZ{EF,

7 L34 LPCRTHERALIZTIA4~Y—
BIEZF Sense(5— 37) Anti-sense (5"— 37) )z

IL-18 ATCGCTTCCTCTCGCAACAA CTTCTACTGGTTCAGCAGCCATCT Mao, X, et al. Cytokine (2020) 126, 154882.
(Target)

GAPDH ATTCCACCCATGGCAAATTC GATGGGATTTCCATTGATGACA Mao, X, et al. Cytokine (2020) 126, 154882.
(Control)
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Conclusion

> 2mg/ml LEMDIREZE E T, Caco-2#ifaN £ FIZHEE 5 X ih o1,

> 2mg/ml LEMODRRERIZ &> TS51680E(TO—TH) D55, 551D
B FRBREMES28E DB FRRBD B HERSNT=

> 51680 D 551482 @D R EEEEIZF ML=,

> 1482 @D R EEEEEFDH TR DEEFRREMEMEDEEF
RIRBOHHERSNT=

> REMEBCTFORTRFIEMAASNT=-EDICIL-18EEFMN
EFEhTLV =

> [L-18BIEFORBEZLRLI-ER. 2mg/ml LEMEREE24h, 48hiRICHEIC
IL-18 & InFRBRIBMA RS 1=,



Discussion
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